
0.25 0.20 0.15 0.10 0.05 0.00

Bray−Curtis distance

SL_1

SL_C_2

SL_C_3

SL_C_1

SL_2

SL_3

S_3

S_1

S_2

Relative abundance

0e+00 2e+05 4e+05 6e+05 8e+05 1e+06

s__Streptococcus_thermophilus
s__unclassified
s__Lactobacillus_brevis
s__Streptococcus_unclassified
s__Escherichia_coli
s__Prochlorococcus_sp._scB243_495I8
s__Parasutterella_excrementihominis
s__Rhizophagus_irregularis
s__Paenibacillus_sp._IHB_B_3415
s__Bordetella_hinzii
s__Herbaspirillum_rubrisubalbicans
s__Proteobacteria_bacterium_JGI_0000113−L05
s__Colletotrichum_gloeosporioides
s__Streptococcus_vestibularis
s__Streptococcus_infantarius
s__Rothia_mucilaginosa
s__Enterococcus_italicus
s__Pediococcus_damnosus
s__Rozella_allomycis
s__Streptococcus_suis
Others


