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c__Bacilli

c__unclassified
¢__Gammaproteobacteria
c__Betaproteobacteria
¢__Cyanobacteria_noname
¢c__Glomeromycetes
c__Actinobacteria
c__Proteobacteria_noname
c__Sordariomycetes
c__Clostridia
c__Cryptomycota_noname

c__Coriobacteriia
c__Cytophagia
¢__Negativicutes

c__ Chytridiomycetes
c__Orbiliomycetes
c__Alphaproteobacteria
¢__Firmicutes_noname
¢c__Mollicutes
c__Viruses_noname
Others



